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To search for homologous sequence mode of 10-Hydroxyl camptothecine binding peptides

ZHU Wei,ZHANG Lian-fen, LEI Jian-yong, JIN Jian
Molecular Phamacological Laboratory ,Medical Institute of Southern Yangtze University , Wuxt 214122

Abstract : Object: To search for homologous sequence mode of 10-Hydroxyl camptothecine (HCPT) binding peptides and their binding
mechanism, so as to offer help with researches on decoding the anticancer mechanism of HCPT,the mechanism underlying resistance to
HCPT and the mechanism of its side effects. Method ; The homologous sequence mode and binding effects of HCPT binding peptides
were analyzed by bioinformatical software. Result: The homologous sequence mode of original HCPT binding peptides was identified as
xxxxxLxPxxxx while the homologous sequence mode of degeneracy HCPT binding peptides was identified as xGxxGGGNxGGx by se-
quence alignment analysis. The homologous sequence mode of HCPT binding peptides consisted of hydrophobic amino acid residues.
Conclusion ; The HCPT binding peptides might form hydrophobic pockets to interact with HCPT and uncharged polar amino acid residues
within the hydrophobic pockets would enhance the binding effects between HCPT and HCPT binding peptides by forming hydrogen
bonds with HCPT.
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Fig. 1 Analysis of the homologous sequence of HCPT binding peptides
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